of 37 C.F.R.121 (b)(i), applicants present the language of both the unchanged claims and the 
presently amended claims in clear copy format for pending claims 1-15 respectively. 



Applicants' amendments are as follows: 
In the Specification: X 

Page 7, line 24, after "Fig. 10 presents Tab^4", insert - - [SEQ ID NO: 1] - - 

In the Drawing 

Please add new Fig. 10 as a complete substitution for the previously submitted Fig. 10 



In the Claims: 

Pending claims 1-15 respectively, as presently amended, are recited below in clear 
copy format. 



1 (Twice Amended). A method for stipulating angio^genesis within a targeted 
collection of viable cells in-situ, said rja€thod compris^ig t#e steps of: 

identifying a collection of ^fells comprising ytityfie cells in-situ as a target for 
stimulation of angiogenesis; 

providing means for effectingan 
group consisting of the PR-39 oligopeptide 
collection of cells; 

introducing at least one membei/of th^ PR-M oligopeptide collective to the cytoplasm 



tion cf at least one member selected from the 
llective to the cytoplasm of said targeted 



of said targeted collection of cells using said effecting means; 



2 



allowing said introduced PR-39 oligopeptide collective member to interact with such 
proteasomes as are present within the cytoplasm of said targeted/collection of cells whereby 

(a) the al subunit of at least some of the proteasomes/nteract with said PR-39 
oligopeptide collective member, and 

(b) the proteolytic degradation of at least one identifiable peptide mediated by said 
proteasomes with an interacting al subunit becomes markedly inhibited while the proteolytic 
degradation mediated by said prote^semes-^ith an infracting al subunit against other 
individual peptides remains/dnaltered, and 

(c) the markedly inhibited proteolytic deg/fklation activity of said proteasomes with 
said interacting al subunit results in a stimulation <k angkfgenesis in-situ. 



2 (Twice 
peptides in-situ w 
identifyin; 



mended). A method for mtering \ roteasome-mediated degradation of 



ithin a collection of viabfe cells, sa 



a collection of defis comprising vi ible cells in-situ as a target; 



d method comprising the steps of: 



of at least one member selected from the 
to the cytoplasm of said targeted 



providing me&rs-fbfeffectinig an introduction 
group consisting of the PR-39 oligopeptide collective 
collection of cells; 

introducing at least one me/nbeAof the^R^J^ oligopeptide collective to the cytoplasm 
of said targeted collection of cells using effecting means; 

allowing said introduced PR-39 oligopeptide collective member to interact with such 
proteasomes as are present within the cytoplasm of said targeted collection of cells whereby 

(a) the al subunit oyat least some of the proteasomes interacts with the PR-39 
oligopeptide collective member, and 



(b) the proteolytic degradation o£at least one identifiable peptide mediated by said 
proteasomes with an interacting a7/subunit becomes markedly inhibited while the proteolytic 



degradation mediated by said interacting protean 
other individual peptides remains unaltered, und y 

(c) the markedly inhibited proteolytic 
interacting a7 subunit results in an increa^ 
within the targeted collection of cells. 



/ith an interacting a7 subunit against 



egrac 



tion of the proteasomes with said 
ex^tfession of said identifiable peptide in-situ 



3 (Original) The method as recited in claim 1 or i wherein said collection of viable 
cells includes at least one type of cell selected from ther group consisting of endothelial cells, 
myocytes and myoblasts, fibrocytes and fibroblasts, Epithelial cells, osteocytes and 
osteoblasts, neuronal cells and glial cells, eiythrojjytes, leukocytes, and progenitor cells of all 
types. 



4 (Original) The method as reciteain claim 1 or 2 wherein said collection of cells 
comprises at least one tissue selected frofn the group consisting of myocardium, skeletal 
muscle, smooth muscle, an artery, a vdn, lung, brain, kidney, spleen, liver, gastrointestinal 
tissue, nerve tissue, limbs, and extremities. 




5 (Once Amended). The met]>e^as^ited in claim 1 or 2 wherein the means for an 
introduction of a PR-39 oligopepti^k-edllebj/ive member include one selected from the group 
consisting of catheter-based means, injectt<Kba$ed means, infusion-based means, localized 



intravascular means, liposome-based means, receptor-spejcific peptide means, and slow 
releasing means for peptide secretion in living cells and/sequested organisms. 



6 (Twice Amended). The method a; 
introduction of a PR-39 oligopeptide collect 
at least one PR-39 oligopeptide collective 
subsequent expression of the PR-39 oligo 



claim 1 or 2 wherein the means for an 
ve/member includes DNA sequences coding for 
ber inkn expression vector for transfection and 
ective member within said cells. 



7 (Original) The method as recited in claim 1 or 2 wherein said method is practiced 
under in-vivo conditions. 



8 (Original) The method as recited in claim 1 or 2 wherein said method is practiced 
under in- vitro conditions. 



9 (Once Amended). The method as recited in claim 1 or 2 wherein degradation of 
IKpa is inhibited. 



10 (Once Amended). The method a^reci^np^claim 1 or 2 wherein degradation of 
HIF- la is inhibited. 



1 1 (Twice Amended). A family of PR-39^frived oligopeptides whose members 
individually cause an inhibition of proteasor^mediated degradation of at least one 



identifiable peptide in-situ after introduction intracellular^ toyviable cell, each member of 
said PR-39 derived oligopeptide family 

less than 26 amino acid residues in length; 

an oligopeptide whose N-terminal amino aci^residue sequence which begins with 
Arg-Arg-Arg; 

at least partially homologous with the amino acid sequence of native PR-39 peptide; 
pharmacologically active for markedl^altering the proteolytic degradation activity of 
proteasomes in-situ; 

able to interact in-situ with at lqast the al subunit of such proteasomes as are present 

/ 

within the cytoplasm of the cell; andf 

able to alter the proteolytic degradation activity of said proteasomes having an 

/ 

interacting al subunit such thatythe proteolytic degradation mediated by said proteasomes 

against at least one identifiable peptide becomes markedly inhibited while the proteolytic 

j 

degradation mediated by said proteasomes against other individual peptides remains 



unaltered 





12 (Twice Amended). The PR-39 derived oligopeptide family as recited in claim 1 1 
or 15 whose membership includes a peptide comprised of 15 amino acid residues whose 

/ 

sequence is Arg-Arg-Arg-Pro-Arg-Pro-P^»-Tyr-Leu-Pro-Arg-Pro-Arg-Pro-Pro 
[SEQIDNO;3]. 



13 (Twice Amended). The PR-39 derived oligopeptide family as recited in claim 
1 1 or 15 whose membership includes a peptid/ comprised of 1 1 amino acid residues whose 
sequence is Arg-Arg-Arg-Pro-Arg-Pro-Pro^fyr-Leu-Pro-Arg [SEP II 




14 (Twice Amended). The PR-39 derived oligopeptide family as recited in claim 1 1 
or 15 whose membership includes a peptide comprj^ed of 8 amino acid residues whose 
sequence is Arg-Ajg-Arg-Pro-Arg-Pro-Pro-TyrJfSEQ ID NO: 5]. 



15 (Once Amended). A family of PR-39 derived oligopeptides whose members 
cause an inhibition of protease-mediated degradation of at lea^f one identifiable peptide 
in-situ after introduction intracellularly to a viable cell, ea^n member of said oligopeptide 
family being: 

less than 20 amino acid residues in length^ 

an oligopeptide whose N-terminal amij^tcid residue sequence begins with ARG- 
ARG-ARG; 

at least partially homologous witimhe amino acid sequence of native PR-39 peptide; 

pharmacologically active for j^farkedly altering the proteolytic degradation activity 

of proteasomes in-situ; 

able to interact in-situ wijfat least the al subunit of such proteasomes as are present 

M 

within the cytoplasm of the celled 

able to alter the proteolytic degradation activity of said proteasomes having an 

// 

interacting a7 subunit such thft the proteolytic degradation mediated by said proteasomes 
against at least one identifiable peptide becomes markedly inhibited while the proteolytic 
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